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3GGCCTCGTGCAGCATGTGAAGGGTAACAGGAGAACACTTGCCGAACAACCGAATAGAAT 
GGGCCTCGTGCAGCATGTGAAGGGTAACAGGAGAACACTTGCCGAACAACCGAATAGAAT 
G G GC CTCGTG C AGC ATG TG AAGGGTAAC AGG AG AAC AC TTG CC G AAC AAC CG AATAG AAT 
GGGCCTCGTGC AGCATGTGAAGGGTAACAGGAGAAC AC TTGCCGAACAAC CGAATAGAAT 
GGGCCTCGTCCAGCATGTGAAGGGTAACAGGAGAACACTTGCCGAACAACCGAATAGAA7 
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ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCG GGGACC AACAAC AGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATG AC AA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
ATCGG GGACC AACAAC AGTG TG AG GTTTG GG AG AAAC AAT G C TCTTG C C G G GAAT GAC AA 
ATCGGGGACCAACAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACAA 
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caccgtcatatctgggaataacaacactgtgtctgggagcttcaacactgtcgtaattgg; 

GACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG 
CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG 
GACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG 
CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG 
CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG 
CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG 
CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAAC^ 

caccgtcatatctgggaataacaacactgtgtctgggaH^^BH^HBBBXBBH 

CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG| 
CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG! 
CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCTTCAACACTGTCGTAATTGG 

GGGAGCTTCAAC/^CTGTCGTAATTGG 
GGGAGCTTCAACACTGTCGTAATTGG 
iGGAGCTTCAACACTGTCGTAATTGG 
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GAG TG ACAATAT C ATA 

GA GTG ACAA T ATC ATAAC CGGTAG CAAG CAT GT C G TATC TG G G A| 
GAGTG AC AATATC AT AAC CGGT AG C AAG C ATG TC GTAT C TG G GAG G AAAC ATAT CGTAAQ 
G AGTG ACAATATC ATAAC CG GTAG CAAG CATGTCGTATCTGGGAGG AAACATATCGTAAC 
GAGTGAC AATATC AT AACCGGT AG CAAG C ATGT CGTAT CTGGG AGGAACaC ATATCGT AAC 
GAGTG AC AATATCATAACCGGTAG C AAGC ATGT CGTAT CTG GGAG G AAG C AT AT CG T AAC 
GAGTG AC AATATC ATAAC CGGTAG C AAGC ATG TCGTATCTG G G AGG AAAC ATATCGTA AC 
re ROTGACAATATCATAACCGGTAGCAAGC ATGTCG TAT CTGGGAGG AAACATATCGTAAC 



GAGTG ACAATATC ATAAC CGGTAG CAAG C ATG T C GTAT CTG GG AGG AAAC AT ATCG T AAC 
GAGTG AC AATATC ATAAC CGG TAG C AAG C ATGTCGT ATC T G G GAG G AAAC ATAT CGTAAC 
G AG TG A CAATATC AT AACCGGTAG CAAG C ATG T CGT ATC TG G G AGG AAAC ATATC GTAAC 
G AGTG ACAATATCATAACCGGTAGC AAG CATGT CGTATCTGGGAGG AAACATATCGTAAC 
GAGTG AC AATATCAT AAC CGGT AG CAAG CATGTC GTATC TG G GAG G AAAC ATAT CG TAAC 
n&d TO AC AATATC AT AAC CG GT AGC AAG CATGT CGT ATC T G G G AGG AAAC ATAT CGTAAC 
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TG ATAAC AAC AAC AAAG T ATC CG GG AATG AC AAT AATGT ATC CG G GAG C TTC C AC AC C GTj 
TGATAACAAC AAC AAAGT ATC CG G G AATG AC AATAATGT ATC CGG GAG C TTC C AC AC CGTj 
TGATAACAAC AACAAAGTATCCGGGAATG AC AAT AATG TAT CCGGGAG CTTCCACACCGTj 
TGATAACAACAACAAAGTATCCGGGAATGACAATAATGTATCCGGGAGCTTCCACACCGT 
TGATAACAACAACAAAGTATCCGGGAATGACAATAATGTATCCGGGAGCTTCCACACCGT 
TG AT AACAAC AAC AAAGT ATC CG GG AATG AC AAT AATGTATCCGGG AGC TTC C AC AC CGT 



TGATAACAACAACAAAGTATCCGGGAATGACAATAATGTATCCGGGAGCTTCCACACCGT; 
TGATAACAACAACAAAGTATCCGGGAATG AC AAT AATGTATCCGGG AG CTTCC AC AC CGT 
TGATAACAACAACAAAGTATCCGGGAATGACAATAATGTATCCGGGAGCTTCCACACCGT 
TGATAACAACAACAAAGTATCCGGGAATGACAATAATGTATCCGGGAGCTTCCACACCGT 
TG AT AACAAC AAC AAAGT ATCCGGG AATG AC AATAATGT ATC CGGGAG CTTCC AC ACCGT 
Ta^TAACAACAACAAAGTATCCGGGAATGACAAT AATGTATCCGGGAGCTTCCACACCG T 
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ATCCGGGAGCCACAACACCGTATCCGGGAGCAACAATACCGTTTCCGGGAGCAACCATGT 
ATCCGGGAG CCACAACACCGTATCCGGG AG CAAC AAT ACCGTTTCCGGGAGCAACCATGT 
TCCGGGAGCCACAACACCGTATCCGGGAGCAACAATACCGTTTCCGGGAGCAACCATGT 



ATCCGGGAGCCACAACACCGTATCCGGGAGCAACAATACCGTTTCCGGGAGCAAC:^AA.GT 
ATCCGGGAG CCACAACACCGTATCCGGG AGCAACAAT ACCGTTTCCGGGAGCAACCATGT 
ATCCGGGAG CCACAACACCGTATCCGGG AG CAACAATACCGTTTCCGGG AG CAACCATGT 
ATCCGGGAGCCACAACACCGTATCCGGG AG C AAC AATACCGTTT CCGG GAG CAAC CATGT 
ATCCGGGAGCCACAACACCGTATCCGGGAGCAACAAT ACCGTTTCCGGGAGCAACCATGT 
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cgt^x^^^^^^^ s^ ^^bgacaggaggttaattatgtgtcagtgtaggattgtc 
cgt^ ^^^^^^^^^S^^J gacaggaggttaattatgtgtcagtgtaggattgtc: 

cgtgtctgggagcaacaaagtcgtgacaggaggttaattatgtgtcagtgtaggattgtc 
cgtgtctgggagcaacaaagtcgtgacaggaggttaattatgtgtcagtgtaggattgtc 
cgtgtctgggagqgacaaagtcgtgacaggaggttaattatgtgtcagtgtaggattgtc 
cgtgtctgggagcqacaaagtcgtgacaggaggttaattatgtgtcagtgtaggattgtc 



CGT^ ^^ ^g^gg ^^^^^M GACAGGAGGTTAATTATGTGTCAGTGTAGGATTGl'C 

CGTGTCTGGGAGCAACAAAGTCGTGACAGGAGGTTAATTATGTGTCAGTGTAGGATTGTC 
CGTGTCTGGGAGCAACAAAGTCGTGACAGGAGGTTAATTATGTGTCAGTGTAGGATTGTC 
CGTGTCTGGGAGCAACAAAGTCGTGACAGGAGGTTAATTATGTGTCAGTGTAGGATTGTC 



1220 



1240 



1260 



DalRIPa . 1 
DalRIPa. 2 
DalRIPa . 3 
DalRIPa . 4 
DalRIPa . 5 
DalRIPa . 6 
DalRIPa . 7 
DalRIPa . 8 
DalRIPa . 9 
DalRIPa. 10 
DalRIPa. 11 
DalRIPa. 12 
DalRIPa. 13 
DalRIPa. 14 
DalRIPa . 15 



TCCACCTGAGCTCACCCCTTGTCCAAATTGAGTCTAGCTCACAATCAGTTGGTGGGGCCA 
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X'CCACCTGAGCTCACCCCTTGTCCAAATTGAGTCTAGCTCACAATCAGTTGGTGGGGCCA 
TCCACCTGAGCTCACCCCTTGTCCAAATTGAGTCTAGCTCACAATCAGTTGGTGGGGCCA 
TCCACCTGAGCTCACCCCTTGTCCAAATTGAGTCTAGCTCACAATCAGTTGGTGGGGCCA 




912 
912 
769 
769 
769 
769 



533 
473 
326 
326 
325 



FIGURE 8 (cont.) 



WO 2005/049835 



PCT/AU2OO4/0O1633 



21/108 



1280 



1300 



1320 



DalRIPa . 1 
DalRIPa. 2 
DalRIPa. 3 
DalRIPa. 4 . 
DaIRIPa.5 
DalRIPa . 6 
DalRIPa. 7 
DalRIPa. 8 
DaIRIPa.9 
DaIRIPa.10 
DalRIPa . 11 
DalRIPa . 12 
DalRIPa. 13 
DalRIPa. 14 
DalRIPa . 15 



ATCG CGG C ATGTAAC TT C ATG G ATGG AT AT AG CATC ATT TTC C C ACT T T AAATAAAATTT 
AT CG CG G CATGTAACTTC ATGG ATG GAT AT AG CATCATTTTCCC ACTTTAAATAAAATTT 
ATCGCGGCATGTAACTTCATGGATGGATATAGCATCATTTTCCCACTTTAAATAAAATTT 
ATCG CG G C ATGTAACTT C ATG G ATGG ATATAG C ATC ATTTTC CC AC T TT AAAT AAAAT TT 
ATCGCGGCATGTAACTTCATGGATGGATATAG CATCATTTTCCC ACTTTAAATAAAATTT 
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GCCTCGTGGATGT^TAQAjSAAAAA^AAAAAAAAAAAAAAAAAAAA 
G CCT CG TG G ATG T^ AC Aj^AAAAAA^J^AAAAAAAAAAAAAA^ 
GCCTCGTGGATGTCTAAAAAAAAAG^ 

3 CCTCGTG G ATG TCTAAAAAAAAAG AAAAAAAAAAAAAAAAAAAA 
G CCTCGTG G ATGTCT AAAAAAAAAG A AAAAAAAAAAAAAAAAAAA 
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* 20 * 40 * 60 

DalRIPa : GATTACTATAGGGCACGC6TGGTCQACG6CCCGGGCTGGTATCGTCCTTGCATTAGGCCQ : 60 



* 80 * 100 * 120 

DalRIPa : GTCACGATGTGTGGTCTAGCCATTCCATGTCATCCAC^^ ; 120 



* 140 * 160 * 180 

DalRIPa : TTTTGAAGTCTGCGTAATAAAATCTTC : 180 



* 200 * 220 * 240 

DalRIPa : CTCTGAGTAGGCATGGGTGACAAGTACCTCTCCAGCRC : 240 



* 260 * 280 * 300 

DalRIPa : GCTGACAACAAGGAGCTTGAGTGCTTGCCAC^ : 300 



* 320 * 340 * 360 

DalRIPa : AAAACCAAGYTTGAATTGGGAGGCAGTTTGTGGGCCTTGTGG : 360 



* 380 * 400 * 420 

DalRIPa : CCACTTGCAATGCATGCTTACAAACATACAOT : 420 



* 440 * 460 * 480 

DalRIPa : GCAGTTTTTAACAACAACACTTGTGAATCACTT : 480 



* 500 * 520 * 540 

DalRIPa : CCATATATAGCATACCACGGCTGAATCCATGGOT : 540 



* 560 * 580 * 600 
DalRIPa : CTGAGCATTCCTCTTGCCGGCAGCGA^ : 600 

* 620 * 640 * 660 

* 680 * 700 * 720 
DalRIPa : GTCCGGTGACGGGTGCTGCGACTGGGAAGGTGTGGGCTGCGACGGTGCAAGCGGCCGCGT : 720 



* 740 * 760 * 780 

DalRIPa : CACTACK3TTGCAGCTACCCACGCGTGGCCTCGCGGGGCCCATCCCCGGAGCATCCTTGGC • 780 



* 800 * 820 * 840 

DalRIPa : GGGCCTCGTGCAGCATGTGAAGGGTAACAGGAGAACACTTGCCGAACAACCGAATAGAAT : 840 
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* 860 * 880 * 900 

DalRIPa : ATCGGGGACC^CAACAGTGTGAGGTTTGGGAGAAACAATGCTCTTGCCGGGAATGACM ; 900 



* 920 * 940 * 960 

DalRIPa : CACCGTCATATCTGGGAATAACAACACTGTGTCTGGGAGCT : 960 



* 980 * 1000 * 1020 

DalRIPa : GAGTGACAATATCATAACCGGTAGCAAGCATGTCGTATCTGGGAGGAAACATATCGTAAC ; 1020 



* 1040 * 1060 * 1080 

DalRIPa : TGATAACAACAACAAAGTATCCGGGAATGACAATAATGTATC : 1080 



* 1100 * 1120 * 1140 

DalRIPa : ATCCGGGAGCCAGAACACCGTATCCGGGAGCAACAATACCGTTTCCGGGAGCAACCATGT : 1140 



* 1160 * 1180 * 1200 

DalRIPa : CGTGTCTGGGAGCAACAAAGTCGTGA(^GGAGGTTAATTATGTGTCAGTGTAGGATTGTC : 12 00 



* 1220 * 1240 * 1260 

DalRIPa : TCGACCTGAGCTCACCCCTTGTCCAAATT : 1260 



* 1280 * 1300 * 1320 

DalRIPa : ATCGCGGC^TGTAACTTCATGGATGGATATAGC^ : 1320 



* 1340 * 1360 

DalRIPa : GCCTCGTGGATGTCTAAAAAAAAAGAAAAAAAAAAAAAAAAAAAA : 1365 
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* 20 * 40 * 60 
DalRIPa : MALKCGLLIiLFSAFLLPAASATACT : 60 

* 80 * 100 * 120 
DalRIPa : GVGCDGASGRVTTLQ;DPTRGLAGPIPGASI»AGIjV^^ : 12 0 

* 140 * 160 * 180 
DalRIPa : GRJD^ALAGlSrDNTVISGNWWTVSGSFNT : 180 



* 200 * 220 

DalRIPa : DNl^SGSFHTVSGSHNTVSGSNNTVSGSNHWSGSNKVVTGG : 222 



FIGURE 10 



WO 2005/049835 



PCT/AU2004/001633 



25/108 



* 20 * 40 * 60 

DalRIPb. 1 
DalRIPb. 2 
DalRIPb. 3 



AACAG CAACGTTGTG ACTG G AAACC ACAAC ACACTAT TACGTG G G AGTGAC G ACAAT G CC 
AACAGCAACGTTGTGACTGGAAACCACAACACACTATTACGTG GGAGTGACGAC A ATG CC 
AACAG C AACGT TGTG ACTGG AAACCAC AACACAC TATTACGTG G G AGTG ACG ACAATG C C 



GTAAGTGGTAGCAAGCATGTCGTATCTGGGACCCACCATGTCGTAACTGGCGACAACAAT 
GTAAGTGGTAGCAAGCATGTCGTATCTGGGACCCACCATGTCGTAACTGGCGACAACAAT 
GTAAGTGGTAGCAAGCATGTCGTATCTGGGACCCACCATGTCGTAACTGGCGACAAC/vAT 
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GC C GTAAC AAG G AAC C AC AATAC CG TATCC GGGAG CC AT AATAC CGT ACC TGG GAG C CAT 
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AATACCGTATCTGGGAGCCACAATACCGTATC TG GGAGCCACAATACCGTATCTGGAA GC 
TACCGTATCTGGGAGCCACAATACCGTATCTGGGAGCCACAATACCGTATCTGGAAGC 
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AACCACATCGTATCTGGGAACAACAAAGTCGTGACATGAGGTTAATGATCTTTAGTGGAT 
AACCAC AT CG TATCTGG GAACAAC AAAGTCG TGAC ATG AG G TTAATG ATCTTTAGTG GAT 
ACCACATCGTATCTGGGAACAACAAAGTCGTGACATGAGGTTAATGATCTTTAGTGGAT 
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TGTTT CCATCTTCCC T AACG AAG CT C ATGT TCATGTCC AAG C T AATAAGTGTACC TC AC A 
TGTTTCCATCTTCCCTAACGAAGCTCATGTTCATGTCCAAGCTAATAAGTGTACCTCACA 
TGTTTCCATCTTCCCTAACGAAGCTCATGTTCATGTCCAAGCTAATAAGTGTACCTCACA 
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GTCACTTGGTGGGGCCAATCGCGTTATGTAACTTGATGGATATAGCATCATTTTCGTACT 
GTCACTTGGTGGGGCCAATCGCGTTATGTAACTTGATGGATATAGCATCATTTTCGTACT 
GT CACTTG GTG GG GCC AATCG CG TTATG TAAC TTG ATG GAT AT AG C ATC ATTT T CGT A C T 
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* 20 * 40 * 60 
DalRIPb : AACAGCAACGTTGTGACTGGAAACCACAACAGACTA : 60 

* 80 * 100 * 120 
DalRIPb : GTAAGTGGTAGC^GCATGTCGTATCTGGGACCC^CC^TGTCGTAACTGGCGACAAaUVT : 120 



* 140 * 160 * 180 

DalRIPb : GCCGTAACAAGGAACCACAATACGGTATCCGGGAGCCATAATACCGTACCTGGGAGCCAT : 180 



* 200 * 220 * 240 

DalRIPb : AATACCGTATCTGGGAGCCACAATACCGTATCTGGGAGCCACAATACCGTATCTGGAAGC : 240 



* 260 * 280 * 300 

DalRIPb : AACCACATCGTATCTGGGAAGAACAAAGTCGTG : 300. 



* 320 * 340 * 360 

DalRIPb : TGTTTCCATCTTCCCTAACGAAGCTCATGTT : 360 



* 380 * 400 * 420 

DalRIPb : GTCACTTGGTGGGGCCAATCGCGTTATGTAACTTGATGGATATAG : 42 0 



* 440 

DalRIPb : TTAAATAAAACTCCCTTAAAAAACAAAAA : 449 
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* 20 * 40 * 60 

DalRIPb : NSNWTGNHNTLLRGSDDNAVS GSKHWS GTHHVVTGDmAVTRNHNTVSG SHNTVPGSH : 60 



* 80 * 

DalRIPb : NTVS GSHNTVSGSHNTVSGSNHIVSGNNKVVT : 92 
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DalRIPe. 7 : GCN3AGCGCAACATCGTGCCGCCCCGATGACCTCCACGCGCTACGGGGCTTCGCCGGAAAC : 300 



* 320 * 340 * 360 

DalRIPe. 7 : CTGAGCGGCGGGGGTGTCCTCCTCCGCTCCGTGTGGTCCGGCGACTCGTGCTGCGGCTGG : 360 



* 380 * 400 * 420 

DaIRIPe.7 : GAAGGCGTGGGCTGCGACAGCGCAAGCGGCCGCGTCACX3GCGATGTTGCTCCCCAGGCAC : 420 



* 440 * 460 * 480 

DaIRIPe.7 : GGCCTCGCGAAGCCCGTCCC^GGAGCATCCTTGGCGAGCCT : 480 



* 500 * 520 * 540 

DalRIPe. 7 : TTCAAGCGTAACAGAAGAACACTGGAGGAACAGCCAAATACA^ - 540 



* 560 * 580 * 600 

DalRIPe . 7 : AATGTCAGAGATGGGTGCTACAATGCTCTTTCTGGAAATGA : 600 



* 620 * 640 * 660 

DalRIPe. 7 : AACAACAACACTGTGTCTGGGAGCTTTAACACTATCGTAACTGGGTGTC^CAAC^ : 660 



* 680 * 700 * 720 

DalRIPe. 7 : TCTGGTAGCAACCAGGTTGTGTCCGGGCTCAACC^ : 720 



* 740 * 760 * 780 

DalRIPe - 7 : GTATCAGGTAACGATAATAATGTATCCGGTAGCTTTCATACCGTATCTGGGAGGCACAAT : 780 



* 800 * 820 * 840 

DalRIPe. 7 : ACCGTATCTGGGAGCAACAATACCGTATCTGGGAGAAACCATGTCGTAACTGGGAGTAAC : 840 
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* 860 * 880 * 900 

DalRIPe.7 : AAAGTCGTGACAGGACK3TTAATGAT : 900 



* 920 * 940 * 960 

DaIRIPe.7 s CTTACGACCTTGTCCAAGTTCAACCTAGAGCT : 960 



* 980 * 1000 * 1020 

DaIRIPe.7 : TATGTAACTTCATGGATGTATCCTCCTTTTCCTACTTTAAATAAATTTCCTTAAAATGTC : 1020 



* 

DaIRIPe.7 ; TTACAAAAAAAAAAAAAAA z 1039 
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* 20 * 40 * 60 

DaIRIPe.7 : MANCCLLLLFLALPLPAASATSCRPDDLHAI^ : sq 



* 80 * 100 * 120 

DalRIPe . 7 : GCDSASGRVTAMLLPRHGLAKPVPGASLASLARIjEELFI^^ : 120 



* 140 * 160 * 180 

DalRXPe.7 : DGCXNAIiSGNDNTVISGNlIOT : i80 



* 200 * 220 

DaIRIPe.7 : NDNNVSGSFHTVSGSHNTVSGSNNTVSGRiniVVTGSNIGATTGG : 223 
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DalRIPe. 8.1 
DalRIPe. 8. 2 
DalRIPe. 8 .3 
DalRIPe- 8.4 
DalRIPe .8.5 
DaIRIPe.8.6 



20 



40 



60 



ACACAC ACGC ACAC ACTATAAG ATAG GATG C ACC AC CC AAG CAGTTTT AG CCAAGG AAC& 
ACACACACGC ACAC ACTATAAG ATAG GATG C AC C AC CC AAG C AGTTTTAG C C AAG G AACT 



60 
60 



CTTG CGAAT C ACTTG CATTCC AAAG AAGGTTT CTTACT C AG TTGT TG C GT C TGTG TAT AC 
CTTGCGAATCACTTGCATTCCAAAGAAGGTTTCTTACTCAGTTGTTGCGTCTGTGTATAC 



DalRIPe .8.1 
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DalRIPe .8.6 



ATAGCGTAACACAGCTTGAGTCCATGGCGAACTGCTGTCTGCTACTCCTCTTCTTGGCGT 
ATAGCGTAACAC AGCXXG AG TCC AXGGCG AACTGCTGTCTG CT-AC-TC CTGTT GTTGG CGT 
CGTAACACAGCTTGAGTCCATGGCGAACTGCTGTCTGCTACTCCTCTTCTTGGCGT 
CGTAACACAGCTTGAGTCCATGGCGAACTGCTGTCTGCTACTCCTCTTCTTGGCGT 
CGTAACACAGCTTGAGTCCATGGCGAACTGCTGTCTGCTACTCCTCTTCTTGGCGT 
CGTAACACAGCTTGAGTCCATGGCGAACTGCTGTCTGCTACTCCTCTTCTTGGCGT 
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DalRIPe. 8.1 
DalRIPe. 8. 2 
DalRIPe .8.3 
DalRIPe .8.4 
DalRIPe .8.5 
DalRIPe . 8 . 6 



TACTCTTGCCTGCGGCGTGCGCAACATCGTGCCACCCCGATGACCTCCACGCGCTACGGG, 
TACTCTTGCCTGCGGCGTGCCCAACATCGTGCCACCCCGATGACCTCCACGCGCTACGGG 
TACTCTTGCCTGCGGCGgGCGCAACATCGTGCCACCCCGATGACCTCCACGCGCTACGGG 
TACTCTTGCCTGCGGCGAGCGCAACATCGTGCCACCCCGATGACCTCCACGCGCTACGGG 
TACTCTTGCCTGCGGCGTGCGCAACATCGTGCCACCCCGATGACCTCCACGCGCTACGGG 
TACTCTTGCCTGCGGCGTGCGCAACATCGTGCCACCCCGATGACCTCCACGCGCTACGGG! 
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jGCTTCGCCGGAAACCTGAGCGGCGGGGGTGTCCTCCCCCGCTCCGTGTGGTCCGGTGACT 
|GCTTCGCCGGAAACCTGAGCGGCGGGGGTGTCCTCCCCCGCTCCGTGTGGTCCGGTGACT 
GCTTCGCCGGAAACCTGAGCGGCGGGGGTGTCCTCCigcCGCTCCGTGTGGTCCGG'GiGACT 
GCTTCGCCGGAAACCTGAGCGGCGGGGGTGTCCTCCgjcCGCTCCGTGTGGTCCGGqGACT 
GCTTCGCCGGAAACCTGAGCGGCGGGGGTGTCCTCCCCCGCTCCGTGTGGTCCGGTGACT 
GCTTCGCCGGAAACCTGAGCGGCGGGGGTGTCCTCCCCCGCTCCGTGTGGTCCGGTGACT 
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cgtgctgcggctgggaaggtgtgggctgcgacgacgcaagcggccgggtcacgacgatgt 
cgtgctgcggctgggaaggtgtgggctgcgacgacgcaagcggccgggtcacgacgatgt 
cgtgctgcggcthggaaggtgtgggctgcgacgacgcaagcggccgggtcacgacgatgt 
cgtgctgcggctHggaaggtgtgggctgcgacgacgcaagcggccgggtcacgacg/vtgt 
cgtgctgcggctgggaaggtgtgggctgcgacgacgcaagcggccgggtcacgacgatgt 
cgtgctgcggctgggaaggtgtgggctgcgacgacgcaagcggccgggtcacgacgatgt 
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380 * 400 * 420 

: 420 
: 420 
: 295 
: 295 
: 296 
: 296 



GGCTCCCCAGGCGCGGCCTCGTGAAGCCCGTCCCCGGAGCATCCTTGGCGGGCGTCACGG 
GGCTCCCCAGGCGCGGCCTCGTGAAGCCCGTCCCCGGAGCATCCTTGGCGGGCGTCACGG 
GGCTCCCCAGGCGCGGCCTCGTGAAGCCCGTCCCCGGAGCATCCTTGGCGGGCGTCACGG 
GGCTCCCCAGGCGCGGCCTCGTGAAGCCCGTCCCCGGAGCATCCTTGGCGGGCGTCACGG 
GGCTCCCCAGGCGCGGCCTCGTGAAGCCCGTCCGCGGAGCATCCTTGGCGGGCGTCACGG 
GGCTCCCCAGGCGCGGCCTCGTGAAGCCCGTCCCCGGAGCATCCTTGGCGGGCGTCACGG 



AG CTGG AG GAG CTC ATC ACG CGT AAC AG AAG AG CAC TGG AG G AAC AA C C AAAT AC AAT T C 
AG C TGG AG GAG C TC ATC ACG CGTAAC AG AAG AG C AC TGG AG G AAC AAC C AAAT AC AATT C 
AG CTGG AG GAG C TC ATCACG CGTAAC AGAAG AG CAC T G G AGG AAC AAC C AAAT AC AAT TC 
AG CTG GAG GAG CTC ATC ACG CGTAAC AG AAG AG CAC T G G AG G A AC AA.CC AAAT AC AAT T C 
AG CTG GAG GAG CTC ATCACG CGTAAC AGAAG AG C ACT G GAG G AAC AAC C AAAT AC AAT T C 
AGCTGGAGGAGCTCATCACGCGTAACAGAAGAGCACTGGAGGAACAACCAAATACAATTC 



AAGGGACCAACAACAATGTCAGAGATGGGTGCTACAATGCTCTTTCTGGGAATGACAACA 
AAGGGACCAACAA C AATGTC AGAG ATGGGTGCTACAATG CTCTTTCTGGGAATG AC AAC A 
AAG G G AC C AAC AAC AATGT C AG AG ATG G GT G CTAC AATG CT CTTTCTG GG AAT G'd< C AACA 
AAGGGACCAACAACAATGTCAGAGATGGGTGCTACAATGCTCTTTCTGGGAATGdCAACA 
AAGGGACCAACAACAATGTCAGAGATGGGTGCTACAATGCTCTTTCTGGGAATGACAACA 
&AGGGACCAACAACAATGTCAGAGATGGGTGCTACAATGCTCTTTCTGGGAATGACAACA 



CTGTCATATCCGGAAACAACAACACTGTGTCTGGGAGCTTTAACACTATCGTAACTGGGT 
CTGTCATATCCGGAAACAACAACACTGTGTCTGGGAGCTTTAACACTATCGTAACTGGGT 
CTGTCATATCCGGAAACAACAACACTGTGTCTGGGAGCTTTAACACTATCGTAACTGGGT 
CTGTCATATCCGGAAACAACAACACTGTGTCTGGGAGCTTTAACACTATCGTAACTGGGT 
CTGTCATATCCGGAAACAACAACACTGTGTCTGGGAGCTTTAACACTATCGTAACTGGGT 
CTGTCATATCCGGAAACAACAACACTGTGTCTGGGAGCTTTAACACTATCGTAACTGGGT 



GTCACAACACTGTGTCTGGTAGCAACCAGGTTGTATCTGGGCTCAACCATATCGTAACTG 
GTCACAACACTGTGTCTGGTAGCAACCAGGTTGTATCTGGGCTCAACCATATCGTAACTG 
GTCACAACACTGTGTCTGGTAGCAACCAGGTTGTATCTGGGCTCAACCATATCGTAACTG 
GTCACAACACTGTGTCTGGTAGCAACCAGGTTGTATCTGGGCTCAACCATATCGTAACTG 
GTCACAACACTGTGTCTGGTAGCAACCAGGTTGTATCTGGGCTCAACCATATCGTAACTG 
GTCACAACACTGTGTCTGGTAGCAACCAGGTTGTATCTGGGCTCAACCATATCGTAACTG 
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ACG AC AACAATGA CG TAT C AG GTAACG AT AATAATGTATCT G GTAG CT TT C AT AC CGTAT 
ACGACAAC AATG ACG TAT CAGGTAACGATAATAATGTATCTGGTAG CTTTC AT ACCGTAT 
ACGACAACAATGACGTATCAGGTAACGATAATAATGTATCTGGTAGCTTTCATACCGTAT 
ACG ACAACAATGACGTAT CAGGTAACGATAATAATGTATCTGGTAG CTTTC AT AC CGTAT 
5\CG AC AACAATGACG TAT C AGG TAACG ATAATAATG TAT CTGG TAG CT TTC AT AC CG TAT 
ACGACAAC AATG AC GT ATC AG G T AACG ATAATAATGTATC TG G TAG CT TTC AT AC C G TAT 
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DalRIPe . 8 
DalRIPe. 8 
DalRIPe. 8 
DalRIPe. 8 
DalRIPe . 8 . 
DalRIPe . 8 , 



ctgggagccacaataccgtatctgggagcaa| 
ctgggagccacaataccgtatctgggagcaacaataccgtatctgggagaaaccatgtcg 
ctgggagccacaataccgtatctgggagcaacaataccgtatctgggagaaaccatgtcg 

CTGGGAGCCACAATACCGTATCTGGGAGCAACAATACCGTATCTGGGAGAAACCATGTCG 
CTGGGAGCCACAATACCGTATCrGGGAGCAACAATACCGTATCTGGGAGAAACCATGTCG 
CTGGGAGCCACAATACCGTATCTGGGAGCAACAATACCGTATCTGGGAGAAACCATGTCG 
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DalRIPe .8.1 
DalRIPe .8.2 
DalRIPe .8.3 
DalRIPe .8.4 
DalRIPe .8.5 
DalRIPe .8.6 



taactg gg agtaacaaagtcgtg ac ag gtggttaatg at cagtgagtgg att 
taactgggagtaacaaagtcgtgacaggSggttaatgatcagtgagtggatt 
taactgggagtaacaaagtcgtgacagg^ggttaatgatcagtgagtggatt 
taactgggagtaacaaagtcgtgacagg'tggttaatgatcagtgagtggatt 
taactgggagtaacaaagtcgtgacaggtggttaatgatcagtgagtggatt 
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* 20 * 40 * 60 
DalRIPe . 8 : ACACACACGCACACACTATAAGATAGGATGCACCACC : 60 

* 80 * 100 * 120 
DalRIPe. 8 * CTTGCGAATCACTTGC^TTCCAAAGAAGGTTTCOT : 120 



DalRIPe . 8 



* 200 * 220 * 240 
DalRIPe. 8 : TACTCTTGCCTGCGGCGTGCGCAACATCGTGCC . 2 40 

* 260 * 280 * 300 
DalRIPe • 8 : GCTTCGCCGGAAACCTGAGCGGCGGGGGTGTCCTCCCCCGCTCCGTGTGGTCCGGTGACT : 300 

* 320 * 340 * 360 
DalRIPe, 8 : CGTGCTGCGGCTGGGAAGGTGTGGGCTGCGACGACGCAAGCGGCCGGGTCACGACGATGT : 360 

* 380 * 400 * 420 
DalRIPe. 8 : GGCTCCCCAGGCGCGGCCTCGTGAAGCCCGTCCCCGGA . 42 o 

* 440 * 460 * 480 
DalRIPe. 8 : AGCTGGAGGAGCTCATCACGCGTAACAGAAG^GCACTGGAGGAACAACCAAATAC^ ; 480 

* 500 * 520 * 540 
DalRIPe . 8 : AAGGGACCAACAACAATGTCAGAGATGGGTGCTACAATGCT : 540 

* 560 * 580 * 600 
DalRIPe . 8 : CTGTCATATC03GAAACAACAA<^CTGTGTCTGGGAGCTTTAACACTATC : 600 

* ^20 * 640 * 660 
DalRIPe. 8 : GTCACAACACTGTGTCTGGTAGCAACCAGGTTGTATCTC . 660 

* 680 * 700 * 720 
DalRIPe. 8 : ACGACy^CAATGACGTATG&GGTAACGATAATAA . 72 o 

* 740 * 760 * 780 
DalRIPe . 8 : CTGGGAGCCACAATACCGTATCTGGGAGCAACAAT^ - 780 

* 800 * 820 * 
DalRIPe. 8 : TAACTGGGAGTAACAAAGTCGTGACAGGTGGTTAATGATCAGTGAGTGGATT : 832 
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* 20 * 40 * 60 

DaIRIPe.8 : MANCCLLLLFLALLLPAACATSCro^ : 60 



* 80 . * 100 * 120 

DaXRIPe . 8 : GCDDASGRVTTMV^PRRGLVKPVPGAS : 120 



* 140 * 160 * 180 

DaIRIPe.8 : DGCYNALSGlTOOTVISGNWlSr^ : 180 



* 200 * 220 

DaIRIPe.8 : NDlJll(rvSGSFHTVSGSHNTVSGSNNTVSGRNHVVTGSNKWTOT : 223 
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DalRIPf . 1 
DalRIPf .2 
DalRIPf . 3 
DalRIPf . 4 
DalRIPf .5 
DalRIPf . 6 



CTCCCCAGGCGCGGCCTCGCGGGCCCCATCACAGGAGCAACCTTGGCCGGCCTGACACGG 
CTCCCCAGGCGCGGCCTCGCGGGCCCCATCACAGGAGCAACCTTGGCCGGCCTGACACGG 
CTCCCCAGGCGCGGCCTCGCGGGCCCCATCACAGGAGCAACCTTGGCCGGCCTGACACGG 
CTCCCCAGGCGCGGCCTCGCGGGCCCCATCACAGGAGCAACCTTGGCCGGCCTGACACGG 
CTCCCCAGGCGCGGCCTCGCGGGCCCCATCACAGGAGCAACCTTGGCCGGCCTGACACGG 
CTCCC C AG G C G CGG CCTCGCGGGCCC C ATC AC AGG AG C AACCT TGGCC G G C C TG AC AC G G 



60 
60 
60 
60 
60 
60 



DalRIPf .1 
DalRIPf . 2 
DalRIPf . 3 
DalRIPf .4 
DalRIPf . 5 
DalRIPf . 6 



80 



100 



X20 



CTTGAGTCGCTCAACCTTGCCAACAACAGTCTGGTAGGCACCATCCCATCATGGATCGGi 
CTTGAGTCGCTCAACCTTGCCAACAACAGTCTGGTAGGCACCATCCCATCATGGATCGGT 
CTTGAGTCGCTCAACCTTGCCAACAACAGTCTGGTAGGCACCATCCCATCATGGATCGGT 
CTTGAGTCGCTCAACCTTGCCAACAACAGTCTGGTAGGCACCATCCCATCATGGATCGGT 
CTTGAGTCGCTCAACCTTGCCAACAACAGTCTGGTAGGCACCATCCCATCATGGATCGGT 
CTTGAGTCGCTCAACCTTGCCAACAACAGTCTGGTAGGCACCATCCCATCATGGATCGGT 
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DalRIPf -2 
DalRIPf . 3 
DalRIPf . 4 
DalRIPf . 5 
DalRIPf . 6 



GAGCTTGACCACCTTrGCTACATGGATCTCTCACACAATTCACTAGATGGCGAGGTACCC 
GAaCCTGACCAJ:CT:riLGCTACAT.GGAXCT.CT 

GAGCTTGACCACCTTTGCTACATGGATCTCTCACACAATTCACTAGATGGCGAGGTACCC 
GAGCTTGACCACCTTTGCTACATGGATCTCTCACACAATTCACTAGATGGCGAGGTACCC 
GAGCTTGACCACCTTTGCTACATGGATCTCTCACACAATTCACTAGATGGCGAGGTACCC 
GAGCTTGACCACCTTTGCTACATGGATCTCTCACACAATTCACTAGATGGCGAGGTACCC 
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DalRIPf - 1 
DalRIPf .2 
DalRIPf .3 
DalRIPf .4 
DalRIPf . 5 
DalRIPf .6 



AAGAGTTTGCAGATACGGCTCAGGGCCCTCACTACGACCGGTCGTTCACTGGGCATGGTT 
AAGAGTTTGCAGATACGGCTCAGGGCCCTCACTACGACCGGTCGTTCACTGGGCATGGTT 
AAGAGTTTGCAGATACGGCTCAGGGCCCTCACTACGACCGGTCGTTCACTGGGCATGGTT 
AAGAGTTTGCAGATACGGCTCAGGGCCCTCACTACGACCGGTCGTTCACTGGGCATGGTT 
AAGAGTTTGCAGATACGGCTCAGGGCCCTCACTACGACCGGTCGTTCACTGGGCATGGTT 
7\AGAGTTTGCAGATACGGCTCAGGGCCCTCACTACGACCGGTCGTTCACTGGGCATGGTT 
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DalRIPf . 1 
DalRIPf .2 
DalRIPf . 3 
DalRIPf . 4 
DalRIPf .5 
DalRIPf . 6 



TTCATTAACATGCCGTTGCATATGAAGCGTAGCCGAAGAACACTCCAAGAACAACCAAAT 
TTCATTAACATGCCGTTGCATATGAAGCGTAGCCGAAGAACACTCCAAGAACAACCAAAT 
TTCATTAACATGCCGTTGCATATGAAGCGTAGCCGAAGAACACTCCAAGAACAACCAAAT 
TTC ATT AAC ATG C CGTTG C ATATG AAGCGTAG C CG AAG AAC AC T CC AAG AAC AAC C AAAT 
TTCATTAACATGCCGTTGCATATGAAGCGTAGCCGAAGAACACTCCAAGAACAACCAA/AT 
TTCATTAACATGCCGTTGCATATGAAGCGTAGCCGAAGAACACTCCAAGAACAACCAAAT 



: 300 
: 300 
: 300 
: 300 
: 300 
: 300 



320 



340 



360 



DalRIPf . 1 
DalRIPf .2 
DalRIPf .3 
DalRIPf .4 
DalRIPf . 5 
DalRIPf . 6 



GTAATAACTGGGACCAACAACAGTGTCAGATCTGGGAGAAACAATGTTGTTTCCGGGAAC 
GTAATAACTGGGACCAACAACAGTGTCAGATCTGGGAGTVAACAATGTTGTTTCCGGGAAC 
3TAATAACTGG GACCAACAACAGTGTCAGATCTGG G AGA AACAATGTTGTTTC CGGGAAC 
GTAATAACTG GG ACCAACAACAGTGTCAGATCTGGG AGAAACAATGTTG TTTCCGG GAAC 
GTAATAACTGGGACCAACAACAGTGTCAGATCTGGGAGAAACAATGTTGTTTCCGGGAAC 
GTAATAACTGGGACCAACAACAGTGTCAGATCTGGGAGAAACAATGTTGTTTCCGGGAAC 
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420 



GACAATACTGTCATATCTGGGAACAACAATGTTGTGTCTGGGAGCCACAACACTGTCGTA 
GACAATACTGTCATATCTGGGAACAACAATGTTGTGTCTGGGAGCCACAACACTGTCGTA 
GACAATACTGTCATATCTGGGAACAACAATGTTGTGTCTGGGAGCCACAACACTGTCGTA 
GACAATACTGTCATAT CTGGG AACAACAATGTTGTGTCTGGG AG C CACAACACTGTCG TA 
3ACAATACTGTCATATCTGGGAACAACAATGTTGTGTCTGGGAGCCACAACACTGTCGTA 
GACAATACTGTCATATCTGGGAACAACAATGTTGTGTGTGGGAGCCACAACACTGTCGTA 
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ACGGGGAGTGACAATGTCGTAAGTGGTAGTAACCATGTCGTATCTAGGACCAACCATGTC 
ACGGGGAGTGACAATGTCGTAAGTGGTAGTAACCATGTCGTATCTAGGACCAACCATGTC 
ACGGGGAGTGACAATGTCGTAACTGGTAGTAACCATGT CGTATCTAGG AC CAACC ATGTC 
ACGG G GAG TG AC AATGTCG TAAGTGGTAGT AAC C ATGT CGTATCTAGG A CCA AC C ATG TC 
ACG GG G AGTG ACAATGTCG T AAGTG G TAGTAACC ATGT CGTAT CT AG G AC C AAC C ATG TC 
ACGGGGAGTGACAATGTCGTAAGTGGTAGTAACCATGTCGTATCTAGGACCAACCATGTC 
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DalRIPf . 1 
DalRIPf . 2 
DalRIPf . 3 
DalRIPf . 4 
DalRIPf . 5 
DalRIPf . 6 



520 



540 



GTAACTGATAACAACAATGCCGTAACCGGGAACCACAACACTGTATCCGGGAGCCACAAC 
GTAAGTG ATAAC AAC AATG CCGTAAC CGGG AACC AC AAC ACTGTATCCG G G AG CC AC AA C 
GTAACTGATAACAACAATGCCGTAACCGGGAACCACAACACTGTATCCGGGAGCCACAAC 
GTAACTGATAACAACAATGC CGTAACCGGGAACC AC AACACTGTATCCGGG AG CC AC AAC 
GTAACTGATAACAACAATGCCGTAACCGGGAACCACAACACTGTATCCGGGAGCCACAAC 
GTAACTGATAACAACAATGCCGTAACCGGGAACCACAACACTGTATCCGGGAGCCACAAC 
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DalRIPf . 1 
DalRIPf . 2 
DalRIPf .3 
DalRIPf . 4 
DalRIPf • 5 
DalRIPf . 6 



600 



ACTGTATCCGGGAGCAACAATGTCGTATCCGGGAGCAACCATGTTGTATCAGGGAGCAAC 
ACTGTATCCGGGAGCAACAATGTCGTATCCGGGAGCAACCATGTTGTATCAGGGAGCAAC 
ACTGTATCCGGGAGCAACAATGTCGTATCCGGGAGCAACCATGTTGTATCAGGGAGCAAC 
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DalRIPf : CTCCCCAGGCGCGGCCTCGCGGGCCCCM^ : 60 



* 80 * 100 * 120 

DalRIPf : CTTGAGTCGCTCAACCTTGCCftACAACAGTCTGGTAGGCACCATCCCATCATGGATCGGT : 120 



* 140 * 160 * 180 

DalRIPf : GAGCTTGACCACCTTTGCTACATGGATCTCTCACACA : 180 



* 200 * 220 * 240 

DalRIPf : AAGAGTTTGCAGATACGGCTCAGGGCCCTCACTACGACCGGTCGTTCACTGGGCATGGTT ; 240 



* 260 * 280 * 300 

DalRIPf : TTCATTAACATGCCGTTGCATATGAAGCGTAGCCGAAGAACACTC : 3 00 
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DalRIPf : GTAATAACTGGGACCAACAACAGTGTCAGATCTGGGAGAAACAATC : 360 
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DalRIPf : GACAATACTGTCATATCTGGGAACAACAATGTTGTGTCTGGGAGCCACAACACTGTCGTA : 420 
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DalRIPf r ACGGGGAGTGACAATGTCGTAAGTGGTAGTAACCATGTCGTATCTAGGACCAACCATGTC : 480 



* 500 * 520 * 540 

DalRIPf : GTAACTGATAACAACAATGCCGTAACCGGGAACC^ 540 



* 560 * 580 * 600 

DalRIPf : ACTGTATCCGGGAGCMCAATGTCGTATCCGGGAGCAACCATGTTGTATCAGG ; 600 



* 620 * 640 * 660 

DalRIPf : AAAGTCGTGACGGGAGGTTAATTAATGATCTATCAGTGGATTO : 660 



* 680 * 700 * 720 

DalRIPf : GGAGTTCACGTCCTTGTCCAAGTTCAGTGTAGCTTACAAT : 720 



* 740 * 760 * 780 

DalRIPf : ATTATGTAACTTCATGGATATAGCATCCTTTTTCTGT^ : 780 
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DalRIPf : KSLQIRLRALTTTGRSLGMVFINMPLHMra ; 120 

* 140 * 160 * 180 
DalRIPf : DNTVISGNlTOWSGSHmWrGSDNWSGSNHW : 180 
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CGAGCGTGGCGGTGTCATGCCACCCTGATGACCTCCTTGCACTGCGCGGGTTCGCCGGTA 
CGAGCGTGGCGGTGTCATGCCACCCTGATGACCTCCTTGCACTGCGCGGGTTCGCCGGTA 
CGAGCGTGGCGGTGTCATGCCACCCTGATGAC CTCCTTGCACTGCGCGGGTTCGCCGGTA 
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:gggaaggtgtgggatgcgacggcggaagcggccgtgtcactacgttgtggctccctgggc 
gggaaggtgtgggatgcctcggcggaagcggccgtgtcactacgttgtggctccctggIc 

GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGd 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCgGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
'GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC 
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ATGGACTCGCAGGCCACATCCCAACAGCATCCTTGGCTGGCCTTGCACGGCTGGAGTCGC 
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TCAACCTCGCCAACAACT^ACTGGTCGGCACAATCCCATCTTGGATTGGTGTGCTTGACC 
TCAACCTCGCCAACAACAAACTGGTCGGCACAATCCCATCTTGGATTGGTGTGCTTGACC 
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TCAACCTCGCCAACAACAAACTGGTCGGCACAATCCCATCTTGGATTGGTGTGCTTGACC 
TCAACCTCGCCAACAACAAACTGGTCGGCACAATCCCATCTTGGATTGGTGTGCTTGAcd 
TCAACCTCGCCAACAACAAACTGGTCGGCACAATCCCATCTTGGA.TTGGTGTGCTTGACcj 
TCAACCTCGCCAACAACAAACTGGTCGGCACAATCCCATCTTGGATTGGTGTGCTTGACC 
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ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGAT7\CCAAAGAATTTAC 
ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGATACCAAAGAATTTAC 
ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGATACCAAAGAATTTAC 
ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGATACCAASGAATTTAC 
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ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGATACCAAAGAATTTAC 
ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGATACCAAAGAATTTAC 
ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGATACCAAAGAATTTAC 
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AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGf^ATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGG^kTGGCTTCCACTAACA 
AAATAAGG CT CAG GTG C CTC AAC ATCGTTGGTCG T TC AC TG G G C ATG G CT T C C AC TAAC A 

AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACAi 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGT-rCACTGGGCATGGCTTCCACTAA^A 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCT^CCACTAACA 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCAC^AAC^ 
AAATAAGGCTCAGGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
[GGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
,GGTG CCTCAAC ATCGTTGGTCGTTCACTGGGCATGG CTTCCAC TAACA 
lCATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
CATCGTTGGTCGTTC ACTGGG CATGG CTTCCAC TAAC A 
■CATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
3GTGCCTCAAGATGGTTG GTG GTTG A CTGG G CATG G C TTC C ACTAAC A 
GGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACa 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
SGTGCCTCAACATCGTTGGTCGTTCACT^GGCATGGCTTCC ACTAAC A 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
3GTG C CTCAACATCG TTGGTCGTT C ACTGGG CATGG CTTCCACTAA CA 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCA.CTAACA 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAAC" 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCC ACTAAC A 
3GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
JGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
JGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
tGTGCCTCAACATCGTTGGTCGTTC ACTGGG C ATG GCTTCCACTAAC A 
'GTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCC ACTAAC A 
I GTGCCTCAACATCG TTGGTCGTTCAC TGGGC ATG G CTTCCAC TAAC- 
IGTGCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTC^CCACTAAci 
GCCTCAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
GCCTCAACATCGTTGGTCGTTCACTGGG CATGG CTTCCACTAAC& 
CAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
CAAC ATCGTTGGTCG TTCACTGGG CATGG CTTCCAC TAAC A 
CAACATCGTTGGTCGTTCACTGGGCATGGCTTCCACTAACA 
CGTTGGTCGTTCACTGGGCATGGCTTCC ACTAAC A 
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TGACATTG C AGGTGAAG C AT AACC AAATAG CAC T AAG TG G G CAAC CAAAC AC AAT AAC CG 
TGACATTG CAGGTG AAG C ATAACC AAATAG CACTAAGTG G G CAAC C AAAC ACAATAAC CG 
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TGAC ATTG CAGG TGAAG CAT AACC AAA TAG CACTAAG TG G G CAACC AAA CAC AAT AAC CG 
TGACATTG CAGGTGAAG C ATAAC CAAATAG CACTAAGTG GG CAAC CAAAC AC AAT AA C CG 
TG ACATTGCAG GTG AAG C ATAAC C AAATAG CACTAAGTGG G CAACC AAACAC AAT AAC CG 
TGACATTGC AGGTGAAG CAT AAC CAAATAG CACTAAG TGG G CAACC AAAC AC AAT AAC CG 
TGACATTGCAGGTGAAGCATAACCAAATAGCACTAAGTGGG CAAC CAAAC AC AAT AACCG 
TGACATTG CAGG TG AAG CATAACCAAAT AG CACTAAGTG G G CAAC CAAAC A C AAT AAC CG 

TGACATTGCAGGTGAAGCATAACCAAATAGCACTAAGTGGGCAACCAAAGAGAATAACCG 
TG ACATTG CAG GTG AAG C ATAAC CAAATAG CACTAAG TGGG CAACC AAAC AC AAT AAC C G 
TGACATTG CAG G TGAA G CATAACC AAATAG CAC TAAGTG G G CAACC AAA CAC AAT A A CCG 
TGAC ATTG CAGGTGAAG CATAACCAAATAG CAC T AAG TG G G CAAC CAAAC ACAAT AA C CG 
TGACATTG CAG GTG AAGCAT AAC CAAATAG CACTAAG TGG G C AA C CAAACAC AATA-AC C G 
TGACATTG CAGGTGAAG CATAACCAAATAG CACTAAGTGGG C AAC CAAAC A C AAT AACCG 
TGACATTGC AGGTGAAG CATAACCAAATAG CACTAAGTG GGC AACC AAACAC AAT AACCG 
TGACATTG CAGGTG AAG CATAACCAAATAG C AC TAAG TGGG C AA C C AAA C ACAAT AA CCG 
TGACATTGCAGGTG AAGCATAAC CAAATAGCACTAAGTGGGCAAC CAAACAC AAT AACCC 
TGACATTGCAGGTGAAGCATAACCAAATAGCACTAAGTGGGCAACCAAACACAATAACCG 
TGACATTG CAGGTGAAGCATAACCAAATAGCACTAAG TGG GCAACCAAACACAAT AACCG 
TGACATTGCAGGTGAAGCATAACCAAATA.G CACTAAGTG GG CAACCAAACAC A A ^ AACCG 
TGACATTG CAGGTGAAG CATAACCAAATA.G CACTAAGTGGGCAACCAAAC AC AATAAC CG 
TGACATTG CAG G TG AAG CATAACCAAATAG CAC TAAG TG GG CAAC CAAAC AC AATAAC C G 
TGACATTGCAGGTGAAGCATAACCAAATAGCACTAAGTGGGCAACCAAACACA/iTAACCG 
TGACATTG CAGGTGAAG CATAACCAAATAG CACTAAGTGGG CAACCAAACACAATAA CCC 
TGACATTG CAGGTGAAG CATAACCAAATAG CACTAAGTGGGCAACCAAACACAATA A CCG 
TG A CATTG CAGG TGAAGC ATAACC AAATAG CACTAAG TG GG C AAC C AAA CAC AATAA CCG 
TGACATTG CAG G TG AAG C ATAAC CAAATAG CACTAAGTG G G C AAC CAAAC AC AATAA CC G 
TGACATTG CAGGTGAAG CATAACCAAATAG CACTAAGTGGG CAAC CAAACAC AA T AACCG 
TGAC ATTG CAG GTG AAG CATAACCAAATAG CACTAAG TG G G CAAC CAAAC AC AATAA CCG 
|TG ACATTG CAG G TG AAG CATAA.C CAAATAG CAC TAAGTG G G C AAC C AAAC AC AATAA CCG 
TGAC ATTGCAGGTGAAGC AT AACCAAATAG CACTAAGTGGG CAACC AAAC A.C AAT AACC G 
TGACATTG CAG G TG AAG CATAACCAAAT AG CACTAAGTG GG CAACC AAAC AC AATAAC C G 
TGACATTGCAGGTGAAGCATAACCAAATAG C ACTAAGTGGGC AACCAAACACAATAA cm 
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GGACCAATT^ACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACTiACACTG 
GGACCAATAACTATGTC AG AT CTGGGGTCAACAATGTTGTTTCTGGGAACC AC AACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTeAGATGTGGGGTGAAeAATGTTG 

GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTC AG AT CTGGGGTCAACAATGTTGTTTCTGGGAACC AC AACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GG ACC AATAACTATGT C AG ATC TG GG GT C AA C AATG TTG TT TC TG G G AAC C ACAAC AC T G 
GGACCAATAACTATGTCAGATCTGGGGT C AAC AATGTTGTTTCTGGGAACC AC AACACTG 
GGACCAATAACTATGTC AG ATC TGGGGTCAACAATGTTGTTTCTGGGAACC AC AACACTG 
GGACCAATAACTATGTCAGATCTGGGGTC AAC AATGTTGTTTCTGGGAACC AC AACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
G G AC CAATAACTATGT C AG AT C TG GG GT C AAC AATG TTGTTTCTG G GAACC ACAAC AC T G 
GGACCAATAACTATGTC AGATCTGGGGTCAACAATGTTGTTTCTGGG AAC C ACAAC AC TG 
GGAC CAATAACTATGTCAGATC TGGGGTCAACAATGTTGTTTCTGGGAACC AC AACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCAC AACACTG 
GGACCAATAACTATGTC AG AT CTGGGGTCAACAATGTTGTTTCTGGGAACC AC AACACTG 
GGACC AATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGG AAC C AC AACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
G G ACC AATAACTATGTC AG ATCTGGG GT C AAC AATGTTG T T TC TG G G AAC C AC AAC AC TG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTCAGATCTGGGGTC AAC AATGTTGTTTCTGGGAACC AC AACACTG 
GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTTTCTGGGAACCACAACACTG 
GGACCAATAACTATGTCAGATCTG GGGTCAAC AATGTTGTTTCTGGGAACC ACAAC AC TG 
GGACCAATAACTATGTCAGATCTGGGGT CAACA ATGTTGTTTCTGG GAACC AC AACACTG 
^MWWWMWWBBHHH A A Tn ttp.t TTC TG G G A A C C A C A A C A C TG 
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TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGG^CCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
rCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGacCAACC 
TCACATCCGGGAA CAACAA TGTTGTGTCTG GAA ACC AC AACACCGTGTCTG^O ACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCA^CC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGG GAACAACAATGTTGTGTCTGGAAAC CACAACACCG TGTCTGG G ACCAACC 

TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
rCACATCCGGGAACAACAATGTTGTGTCTGGAZU^CCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTH^BBS^S 
TCACATCCGGGAACAAC/^TGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAAC AC CGTGTCTGGG ACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTrGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TC ACATCCGGGAACAACAATGTTGTGTCTGGAAACC AC AACACCGTGTCTGGG ACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAAC^ 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGG ACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGG ACCAACC 
TC AC ATC CG GGAACAACAATGT TGTGT CTG GAAACC AC AAC AC CG TG TC TG G G AC C AA C C 

TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGG ACCAACC 
iTCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTCTGGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAACCACAACACCGTGTC^GGGACCAACC 
TCACATCCGGGAACAACAATGTTGTGTCTGGAAAC CACAACACCGTGTCTGGGACCAAPr 
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ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAAC AAGG AACC AG AAT ACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTXGTAACTGGTAACAACCATGXCGTAAC AAG G AAC C AG AAT ACTG £ AT G-TGGG AG C C 
ATGTTG TAACTGGTAACAACCATGTCGTAACAAGG AAC CAG AATACTGTATCTGGGAGC C 
ATGTTGTAACTGGTAACAAC C ATGT CG T AAC AAGG AAC CAG AAT ACT G TATC T G G GAG C C 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAAC TGG T AACAACC ATGTCGT AACAAG G AACC AG AATACT G TATCTG G GAG C C 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 



ATG T TGTAAC TGGTAACAAC C ATGTCG TAAC AAG GAAC C AG AATAC T GT AT C TG G G AG C C 
ATG TT GTAAC TG G TAAC AACC ATGT CGTAAC AAGG AAC CAG AAT AC TG TAT C TGGG AG C C 
ATGTTGTAAC TGGTAACAACCATGTCGTAACAAGGAACC AG AATACTGTATCTGGG AG C C 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAAC C ATGTCG TAAC AAGG AACCAGAATACTGTATCTGGG AG CC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATGT TGT AACTG G TAAC AACC ATGTCGTAAC AAGG AAC C AG AATA C TG T AT C T G G GAG C C 
ATGTTGTAACTGG TAAC AACC ATG TCG TAAC AAGG AAC C AG AATAC TG T ATC TG G GAG C C 
ATGTTGTAACTG G TAAC AAC C ATG TCG TAAC AAG G AAC CAG AAT AC TGT ATC TG G GAG C C 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATG TTGT AACTG GTAAC AACC ATG TC GTAAC AAG GAAC CAG AAT AC TGTAT CT G G GAG C C 
ATGTTGTAACTG GTAAC AACC ATGTCGTAACAAGG AACC AG A ATACTGTATCTGGGAGCC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
ATG TTG TAACTG GTAAC AACC ATGT CGTAAC AAGG AACC AG AAT ACT G TATC TGGG AG CC 
ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC 
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ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAG CC ACAATAC CGTATCTGGAA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATC ATAAAG TATC TG GAG G C C ACAATACTG T ATCTGG G AG C C AC AATAC CGTATC TG G A A 
ATCATAAAGTATCTGG AG G CCACAATACTGTATCTGGGAGCC AC AAT AC CGT ATC-TG G A A 
ATCATAAAGTATCTGG AGG CCACAATACTGTATC TGGGJiG CC AC AATAC CGTATC TG GAA 
ATCATAAA.GT AT C TG GAG G CC AC AATACTGT ATC T| 

ATC ATAAAG TATCTGGAGGCC AC AATACTGTAT CTG G GAG C CAC AAT ACCGTATCTGGAA 
ATCATAAAGTATCTGGAGGCCAC AATAC TG TAT CTGG G AGCCACAATAC CGTATCTGGAA 
ATC AT AAAGTATCTG G AGG CC AC AAT ACTG TATCTG G GAG C CACAATAC CGTATC TG GAA 
ATC AT AAAG T ATCTGG AGG CC AC AATACTGT AT CTGGG AG CC AC AATA.CCGTA.TCTG GAA 
ATCAT AAAGTATC TG G AGG C C AC AATACTGT ATC TGGG AG CC AC AAT AC CGTA.TCTG GAA 



AT C ATAAA.GTAT CTG GAG G CC AC AAT ACTGTAT CTG G G A.G C CAC AAT AC CG T ATC TG G AA 
ATCATAAAGTATCTG G AGG CC AC AAT AC TGTATC TGG G AG C C AC AAT ACCG TAT CTG GAA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATC ATAAAGTATC TG G AG G C CACAAT A CTG TATCTG G G AG C CAC AAT AC CGT AT C TG G AA 
ATCATAAAG TATCTG GAG GCCAC AAT AC TGTAT CTG GG AG C CAC AATAC CGTAT CTGG AA 
ATCAT AAAG TATCTGGAG G CC AC AATACTGTATCTG G G AG C CACAATAC CGTAT C TGG AA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATC ATAAAGTATC TGG AGG CCACAATACTGT ATCTGG GAGC CAC AATACCGTATCTGG AA 
AT CATAAAGTAT C TG GAG G C C ACAATAC TGTATCTGG GAG C CAC AATA.CCGTAT C TG G AA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATCATAAAGTAT CTG GAG GCCAC AATAC TG TATC TGG G AG C CACAAT AC C GTAT CTG GAA 
ATCATAAAG TATC TG G AGG CCAC AATACTG TATC TG G G AG C CAC AATAC C G T ATCTGG AA 
AT CATAAAGTATCTG G AGG CCAC AAT ACTGTAT CTGG GAG C CAC AAT ACC GTAT C TG GAA 
ATCATAAAGTATCTGGAGG CCACAATACTGTATCTGG G AG CC ACAATACCGTATCTGG AA 
ATCATAAAGTATCTGGAGGCCACAATACTGTATCTGGGAGCCACAATACCGTATCTGGAA 
ATC AT AAAGTATCTGG AG GCCACAATACTGTATCTGGG AG CCAC AAT AC CGTATCTGGAA 
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G CCAC AAC A CAGTATCTG GG AGCAAC-£§CATCGTAC ATG GG AACAAC AAAG TCG TG AC AG 
GCCAC AAC ACAG TATCTGGGAGC AACC AC AT CGTAC ATG GG AAC AAC AAAG TCG TG A C AG 
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G CCAC AACAC AGT ATC TG G G AG C AACCAC ATCG TAC ATG G G AAC AAC AAAGTC GT G AC AG 
G CCAC AACA C AGTATCTG G G AG C AACCAC ATCG TAC ATGG G AAC AAC AAAGT C GT G A C AG 
GCCACAACAC AGTATCTGG G AG CAACCAC AT CGTACATGGG AAC AAC AAAGT CGTGACZ^G 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAJvAGTCGTGACA.G 
GOCACAACACAGTATCTGGGAGCAACCAC^^ 



G C C AC AAC AC AGTAT CTG GG AG CAACC AC ATCGTAC ATG G G AAC AA C AAAJGT C GTG AC AG 
GCCAC AACAC AGTATCTGG GAG C AACC AC ATCG TACATGGGAA.CAACAAAG TCGTG ACAG 
GC CAC AAC A CAGTATCTG G GAG CAACC AC ATC GTAC ATGG G AAC AAC AAAG TCGTG AC AG 
G CCAC AAC A CAGT ATC TGG G AG CAACCAC ATCG T AC AT G GG AAC AACAAAG TCG TG AC AG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTGACAG 



G CCAC AACAC AG TAT CTG G GAG C AAC C A C ATCG TAC ATGG G AAC AA C AAAG TCG TG A.C AG 
G C CAC AAC ACAG TAT C TG G GAG CAACC AC ATCGTAC ATG G G AAC AAC AAAGTCG T G A C AG 
G CCACAACAC AGTATCTGG GAG C AAC C AC ATCGTAC ATG GGAACJ^ACAAA.GTC GTG A.C AG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAAC/iACAAAGTCGTGACAG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTG71CAG 
G CCAC AAC ACAG T AT CTGG GAG C AAC CACAT CGTACATG G G AACAACAAAGTCGTG AC AG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTGACAC 
G C C ACAAC AC AG TATCTG G G AG C AAC C AC ATCGTACAT G G G AAC AAC AAAGT CGT G AC A.G 
GCC AC AACAC AGTATCTGGGAGCAACCACATCGT AC ATG GG AACAACAAAGTCGTG AC AG 
G C CACAACACAG TATCTG GG AG CAAC CACAT CGTACATG GG AACAACAAAGTCGTG ACAG 
G CCACAACACAGTATCTGGGAG C AAC CACAT CGTACATG G GAA.C AACAAAG TCGTG AC AG 
G C CACAACAC AGTATCTGGG AGC AAC CACAT CGTAC ATG GG AAC AAC AAAGT CG TGAC AG 
G C CAC AAC AC AGTATCTG GGAG CAACC AC AT CGTACATG G G AAC AAC AAAG T CG TG AC AG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTGACAG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTGACAG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTGACA.G 
3 CC AC AAC AC AGTATCTG G G AG CAAC CAC ATCGTAC ATG GG AAC AA.C7VAAGTCG TGAC AG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTGACAG 
GCCACAACACAGTATCTGGGAGCAACCACATCGTACATGGGAACAACAAAGTCGTGACAG 
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GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCC 
G AGGTTAAC AATC T ATAG AG AATTGTTTC CAT ATT C C C 
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GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCT'AACG GAG TTCACGTC CTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAGGT^^eAATCTATOGAGAATTGTTTeeATATTCeeTAACGGAGTTCACGTCCTTGTC 



G AGG TTAAC AATC T ATAG AG AATTGTTTC C ATATT CCC T AACG G AGT T C ACGTC CT TGT C 
GAG GTTAAC AAT C TATAG AG AATTGTTT C C ATAT TCC CT AACG GAG T TC A CGTC CTTG TC 
GAGGTTAACAATCTATAGAGAATTGTTTC C ATATTC C C TAACG GAGTTC ACGTCCTTGTC 
G AG GTTAACAATCTAT AG AG AATTGTTTCC ATATTCC CTAACGG AG TTC ACGTC CTTGTC 
GAGGTTAACAATCTATAGAGAATTGTT£$CCATATTCC CTAACGGAGTTC ACGTC CTTGTC 



GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTC ACGTC CTTGTC 
GAG G TTAAC AATC TAT AG AGAAT TGTTT CC AT ATT C C CT AACG G AGTT C AC G TC C T TGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTC ACGTCCTTGTC 
G AGGTTAAC AATCTATAG AG AATTGTTTCC ATATT C CC TAACG GAG TTCACGTCCTTGTC 
G AGG TT AACAATCTATAG AGAATTGTTT C C AT ATTC C C TAACG GAG T T C AC G TC CTTG T C 
GAGGTTAAJ2 AATCTATAG AG AATTGTTTC CATATTCC CTAACGG AGTT C ACGTC CTTGTC 
GAGGTTAAC AATCTATAG AG AATTGTTT C CAT ATTC C CTAACGGAGTTC ACGT CCTTGTC 
GAGGTT AACAATCTATAG AG AATTGTTTCCATATTCCCTAACG GAG TTCACGTC CTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTC C ATATT CCCTAACGG AG TTC ACGT CCTTGTC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAG GTT AACAAT C TATAG AG AATTG TTTCC ATATTCC C TAACG GAG T T C ACG TC CT TG TC 
GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC 
GAGGTTAACAATCTAT AG AGAATTGTTTCCAT ATTC C CTAACGGAGTTC ACGTCCTTGTC 
GAGGTTAAC AATCTATAG AG AATTGTTTCC ATATTCC CTAACGG AG TTC ACGTC CTTGTC 
GAGGTTAAC AATCTATAG AGAATTGTTTCC ATATTCC CTAACGG AG TTCACGTC CTTG TC 
G AGGTTAAC AATCT AT AG AGAATTGTTTCCATATTCCCTAACGGAGTTC ACGTC CTTGTC 
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CAAG CTGG G TG TAG CTAAATATC ACTTG GTG G G G C C AATG G C G TTATG TAAC TT CG TG G A 
CAAG CTG G GTG TAGCTAAAT ATC ACTTG GTG GG G C C AATG G C GTTATG TAACT T CGTG G A 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTA/i.CTTCGTGGA 
GAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAG CTGGGTGTAGCTAAAT ATC ACTTG GTG GGG CCAJVTGG CGTTATGTAAC T-TCGTGG A 



CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
G AAGCTG G GTG TAG CTAAATATC ACTTG GTGGGGCC AATG GCGTTATGTAACT'TCGTGG A 

caagctgggtgtagBBSQ2D3SB3^^BE^SSBSEIBB&^^BB^SBBEE 

CAAG CTG GGTGTAGCT AAATATC ACTTGGTGGGGCCAATG GCGTTATGT AACTTCGTG G A 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 



CAAG CTG GG T'GTAGCTAAATATCACTTGGTGGG G CCAATGGCGTTATG TAACTTCGTGG A 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAG CTG G GTGT AG CTAAATAT C ACTTG G TG G G G C C AATGG CGTT ATG T AA.C TTC G TGG A 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCCHBgB 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGC TGGGTGTAG CTAAATATCACTTGGTGGGGCCAATGGCGTTATGT AACTTCGTG GA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAG C TG GG TG TAG C TAAATAT C A CT TGGTG G G G C C AATG G CG T T ATG TAA CTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
CAAG CTG G G TGTAG CTAAATAT C ACT TGGTGG GG C C AATGG CGTT ATG TAAC TT CG T G G A 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAA.TGGCGTTATGTAACTTCGTGGA 
CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTCGTGGA 
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* 20 * 40 * 60 
LpIRIPa : CCCGGGCTGGTAAAAGGTTTACQAAATAGTTGTTATTAAACTATATATGTTCATGTAACT : 60 

* 80 * 100 * 120 
LpIRIPa : ATATTTCAATATAATTATTTQTATTACAGCACmAAATCATTAWTCTATTACTTTGTATT : 120 

* 140 * 16° * 180 
LpIRIPa : ATTATTITGTTTTGAGTGTTGTAAAATTGGGAATTACAACTATACTATTTTCQTATGGGA : 180 

* 200 * 220 * 240 
LpIRIPa : ACAATTTGTTAA.TTTTTGTGTCTCTCTTTCTCTTCATAGCTAGCTGACAGCGAGAACAAA : 240 

* 260 * 280 * 300 
LpIRIPa : AACCAAGATCTAATTOTGGAAGTAGACTAGTAGTCGACCACCCATGCATGCTTACATAAG : 300 

* 320 * 340 * 360 
LpIRIPa : AAAACACACGCACTATAAGATTGGATGCACCACCCAAGCACnATAAftAAGGATGCACCAC : 360 

* 380 * 400 * 420 
LpIRIPa : CTAAGCARTTTTTGCCAACAGCGCK3CACTTGTTTGCATTCAAAAAGAAAATCTTACATAG : 420 

440 * 460 * 480 

LpIRIPa : CTGAACCAATGGAGAAAAGTTGGTTC^CTCCraTTCTTGGCGTTCCTCCTGCCGGCGG : 480 

* 500 * 520 * 540 
LpIRIPa : CGAGCGTGGCGGTGTCATGCCACCCTGATGACCTCCTTGCACTGCGCGGGTTCGCCGGTA = 540 

* 560 * 580 * 600 
LpIRIPa : ATCTCAGCAATGGGGGCGTGCTCCTCCATGCCAAGTGGCCCGACAACTCTTGCTGTAGTT , 600 

* 620 * 640 * 660 
LpIRIPa : GGGAAGGTGTGGGATGCGACGGCGGAAGCGGCCGTGTCACTACGTTGTGGCTCCCTGGGC : 660 

* 680 * 700 * 720 
LpIRIPa : ATGGACTCGCAGGCCACATCCCAACAGCATCCTTGGCTGGCCTTGCACGGCTGGAGTCGC : 720 

* 740 * 760 * 780 
LpIRIPa : TCAACCTCGCCAACAACAAACTGGTCGGCACAATCCCATCrTGGATTGGTGTGCTTO : 780 

* 800 * 820 * 8 40 
LpIRIPa : ACCTTTGCTACTTGGATCTCTCAAATAATTCATTGGTTGGTGAGATACCAAAGAATTTAC s 840 

* 860 * 880 * 900 
LpIRIPa : AAATAAGGCTCAGGTOCCTCAACATCGTTGGTGGTTCACTGGGCATGGCOTCCACTAACA : 900 
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* 920 * 940 * 960 

LpIRlPa : TGACATTGC^GGTGAAGCMAACCAAM^ : 960 



* 980 * 1000 * 1020 

LpIRIPa : GGACCAATAACTATGTCAGATCTGGGGTCAACAATGTTGTT : 1020 



* 1040 * 1060 * 1080 

IipIRIPa ; TCACATCCGGGAA.CAACAATGTTGTGTCTGGAAA : 1080 



* 1100 * 1120 * 1140 

LpIRIPa : ATGTTGTAACTGGTAACAACCATGTCGTAACAAGGAACCAGAATACTGTATCTGGGAGCC : 1140 



* 1160 * 1180 * 1200 

LpIRIPa : ATCATAAAGTATCTGGAGGCCACAATACTGTATCTO : 1200 



* 1220 * 1240 * 1260 

LpIRIPa : GC CACAACACAGTAT CTGG GAG CAACCACATCGTAC ATG GGAAC AACAAAGTC GTGAC AG : 1260 



* 1280 * 1300 * 1320 
LpIRIPa : GAGGTTAACAATCTATAGAGAATTGTTTCCATATTCCCTAACGGAGTTCACGTCCTTGTC : 1320 

* 1340 * 1360 * 1380 
LpIRIPa : CAAGCTGGGTGTAGCTAAATATCACTTGGTGGGGCCAATGGCGTTATGTAACTTC : 1380 



* 

LpIRIPa : TATAGCATCAC : 1391 
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* 20 * 40 * 60 
LpIRIPa : MBKSWFLLLFIjAFLIiPAAS^ i 60 

* 80 * 100 * 120 
LpIRIPa : VGOTGGSGRVTTLWLPGHGLAGHIPTASLAGIJ^ : 120 

* 140 * 160 * 180 
LpIRIPa : YLDLSimSIiVGEIPK^QIRIiRCI^I^ ' 1B0 



★ 200 * 220 * 240 

LpIRIPa : NYVRSGVNNVVSGNHJsTTVTSGKNNVVS^ : 240 



* 260 * 

LpIRIPa : VSGGHNTVSGSHNTVSGSHOTVSGSNHIVHGNNKVVTGG : 279 
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TOCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTGpCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 

tgccggcggcgagcgtggcggtgtcgtgccaccctgatgacctccttgcactgcgcgggt 
tgccggcggcgagcgtggcggtgtcgtgccaccctgatgacctccttgcactgcgcgggt 

TGCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTGTCGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
TGCCGGCGGCGAGCGTGGCGGTG^CGTGCCACCCTGATGACCTCCTTGCACTGCGCGGGT 
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AG AATTTAC AG AG AAG G CT C AG TTG C C C C AAC ATTgSTTGG T C ATT C AC TGG GTACG G C TT 
AG AATTTACAGAG AAGG CTCAGTTG CCCC AAC ATTGTTGGTC ATTC ACTGGGTACGGCTT 
AGAATTTACAGAGAAGGCTCAGTTGCCCCAACATTgTTGGTCATTCACTGGGTACGGCTi 
AGAATTTACAGAGAAGGCTCAGTTGCCCCAACATTGTTGGTCATTCACTGGGTACGGCTT 
AGAATTT ACAGAGAAGGCTCA GTTGCCCCAACATTGTTGGTCATTCACTGGGTACGGCTi 
Mf^BBBM!^^^^^^MGgTGCCCgC7VACAT<gGTTGGTCATTCACTGGGTACGGCTT 



C CAC TAAC ATG C C ATTG C AG GTG AAG C AT AAC C AAATAG CAC TG AG TGG GC AAC C AAAC A 
CCACTAACATGCCATTGCAGGTGAAGCATAACCAAATAGCACTGAGTGGGCAACCAAACA 
CCACTAACATGCCATTGCAGGTGAAGCATAACCAAATAGCACTGAGTGGGCAACCAAACA 
C C ACT AAC ATG C C ATTG C AG G TG AAG CATAACCAAATAGC ACTG AG TGG G C AAC C AAAC A 
CC AC TAAC ATG C C ATTG C AG GTG AAG C AT AAC C AAATAG C AC TG AG TGGG C AAC C AAAC A 
CCACTAACATGCCATTGCAGGTGAAGCATAACCAAATAGCACTGAGTGGGCAACCAAACA 
CCACTAACATGCCATTGCAGGTGAAGCATAACCAAATAGCACTGAGTGGGCAACCAAACA 
CC ACTAAC ATG C CAT TGC AGGTG A AG CATAACCAAATAGC AC TG AGTGG G CAAC C AAAC A 
CC ACT AAC ATG CCATTGC AG GTG AAGCAT AAC CAAAT AG CACTGAGTGGGCAACCAAA.C A 
CCACTAAC ATG C C ATTG CAGGTGAAG CAT AAC CAAAT AG C ACTG AGTG GG CAAC C AAAC A 
CCACTAACATGCCATTGCAGGTGAAGCATAACCAAATAGCACTGAGTGGGCAACCAAACA 
CCACTAACATGCCATTGCAGGTGAAGCATAACCAAATAGCACTGAGTGGGCAACCAAACA 
C C ACTAAC ATG C C ATTG C AG GTG AAG C AT AAC C AAAT AG C ACTG AGTGG GCAACC AAAC A 
C C ACT AAC ATG C C ATTGCAG GTG AAG C/\TAACCAAATAGC ACTG AGTGG GC AAC C AAAC A 
C C ACTAAC ATG C C ATTG CAGGTG AAG C AT AAC C AAATAG C ACTG AG TGGGCAACC AAAC A 
CCACTAACATGCCATTGCAGGTGAAGCATAACCAAATAGCACTGAGTGGGCAACCAAACA 
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AGCTGACAA(^^GCAGCTTGAGTGCTTGCCACCCACGAATTCCAGTCGAC 

AGAAAACACCAAAAACCAAGCT TGAATTGGGAGGCAGTTTGTGGGCCTTG 

TGGTCACGGACTAGTATTAGACCACTTGC^TGCATGCTTAC^AACATAC 

ACGCACACTATAAGTAAGATGTACCACCCAAGCAGTT^ 

CTTGTGAATCACTTCCATTCCAAAAAGGTTTCTTGCCGAATCCATATATA 

GCATACCACGGCTGAATCCATG 
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CCTTGTTCGACTCCGTCTCAAGGGCCTTGAACCTCCTCGCAGACTCCTCT 
TCGAGGGCCTGGAGTTTTTGCTCTGAGTCCTTGGAGCGGCGCAAAGCGTC 
ATCTCTTTCGGCTACAAAATAAAGAATGTTACAAGTGCTTGCAAGGGAAA 
TTCATGGAAGGATCTTAAAGATAGTGCTATACCCGGAAGTCGAGCTCGCT 
CTACTAGCAGGGAGCCATGATCAGCTTCAACCTTCGCGAATCTACGCGCC 
ATGTCCATTAGCTGGCAAGAAAGAGGCTGCAGAGAAATAATTATTCTTAG 
TATCCCGCGTTGCCAGAATAGGCTCGGGGGCTACATTAGGATAAAAAAGA 
TAAGGGTGCGGAACTTACGTTTTCTATGCGAGGAGGAGGTGAAGGTCTGG 
GAGTCGAAGTTTTCTCCTCCCGCATGATTGTCTTCTCAGGTGAAGACTTC 
AAAGCTTCATCATGGTCCACCAACCTCCGC 

TGTCGACTCCATATCCCTTCTCGGGGGTTTAGCTAAGTCATCTTCCCCTT 
CGGATCTGTTGTTTATATTTGTATGTGTGGTTTTATTTTTCAAAGCTGAT 
ACGATGGTTGCTAAATATAACAGGCTACAAATAGGATATACTTTCCTCTA 
CTCTCCCGTCTATTAATCTTCATATGTATGTGTGCATGTATGATGTATCA 
AAGTAGAGCATGCATAGGGCTTGTGCACCCCTTGGTAGCCTCGATGACCT 
TGACCTTGTGTTGTTTGGTAGCATCGAATCGATTGCGAGAAAATAGTAAG 
TTTCTCAATCTGATCAGCCAGACACCGAACATATTATTTGGTAAATAATG 
ACGGCGATTCACAATTTTTCAATAATCGTGTAGAATTAGTTGGCTTAACA 
AAAGTCGGCACATTAGGCCGGTCACGATGTGTCGTCTCATCCGAGAAATT 
CCATGTCAACCACATCGTCTAGGTTCGTATCGTTTATTTTGACGTCTGCA 
TAATAAGATCTTCCTAGGATATTTTGTTCCTCTGCGTGCACTGGAACTGT 
AGGCGCGCGGTATCACTCACTTGTTACTCTGCCAAGGGATGGGTGACAAG 
TACCTCTCCAGCTGAGTTCCAACCCTATATGCGGTAGCTGACGAAGGGCA 
GCTTGAGTCGkTGCCACCCACGAAT^ 

CCAAGTTTGAATTGGGAGGCACCTGTGGGCCTTGTGGTCACGGACTAGCT 
AGTACTGAACCACTTGCGACACATGCTTACAC^^ 

TAAGTAGCATGTACCACCCAAGTAGTTTTTAACAACAACACTTGCGAATC 
ACTTGC^TTCCAAAAAAGTTCATTCCTGAGTTGCATAC(^CAGCTGAATC 
CATG 
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AAAAGGTTTACGAAATAGTTGTTATTAAACTATATATGTTCATGTAACTA 
TATTTCAATATAATTATTTGTATTACAGCAGAAAATCATTATTTCTATTA 
CTTTGTATTATTATTTTGTTTTGAGTGTTGTAAAATTGGGAATTACAACT 
ATACTATTTTCGTATGGGAACAATTTGTTAATTTTTGTGTCTCTCTTTCT 
CTTCATAGCTAGCTGACA.GCGAGAACAAAAACCAAGATCTAATTGTGGAA 
GTAGACTAGTAGTCGACCACCCATGCATGCTTACATAAGAAAACACACGC 
ACTATAAGATTGGATGCACCACCCAAGG 

TAAGCAATTTTTGCCAACAGCGCGCACTTGTTTGCATTCAAAAAGAAAAT 
CTTACATAGC TGAAC C AATG 
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